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Abstract: In humans, injuries and diseases can result in irreversible tissue or organ loss. This well-
known fact has prompted several basic studies on organisms capable of adult regeneration, such
as amphibians, bony fish, and invertebrates. These studies have provided important biological
information and helped to develop regenerative medicine therapies, but important gaps concerning
the regulation of tissue and organ regeneration remain to be elucidated. To this aim, new models
for studying regenerative biology could prove helpful. Here, the description of the cephalic tentacle
regeneration in the adult of the freshwater snail Pomacea canaliculata is presented. In this invasive
mollusk, the whole tentacle is reconstructed within 3 months. Regenerating epithelial, connective,
muscular and neural components are already recognizable 72 h post-amputation (hpa). Only in
the early phases of regeneration, several hemocytes are retrieved in the forming blastema. In
view of quantifying the hemocytes retrieved in regenerating organs, granular hemocytes present
in the tentacle blastema at 12 hpa were counted, with a new and specific computer-assisted image
analysis protocol. Since it can be applied in absence of specific cell markers and after a common
hematoxylin-eosin staining, this protocol could prove helpful to evidence and count the hemocytes
interspersed among regenerating tissues, helping to unveil the role of immune-related cells in sensory
organ regeneration.

Keywords: adult regeneration; apple snail; blastema; hemocyte; gastropod; image analysis; immu-
nity; mollusk

1. Introduction

Invertebrates have provided important contributions to the understanding of human
biology, and their usage in biological research has been increasing in the last few decades [1–3].
Among the biological issues addressed by comparative research, regeneration and its
relationship with the immune system has attracted attention for a long time [1,4]. Many
invertebrate models present relevant regeneration capabilities [2,5,6] while in Amniotes,
this capability is significantly reduced [7] and the adaptive immune system is frequently
considered as detrimental for a complete regeneration [8]. The innate immune components
of invertebrates such as in annelids [9,10] and molluscs [11–13] seem to play a major
role in regulating the regeneration process. Among gastropods, information about the
regeneration of neural components derives from experiments and observations on land
snails and slugs [14,15], and from studies on aquatic species. Among aquatic gastropods,
studies in the freshwater snail Lymnaea stagnalis demonstrated the crucial role played
by resident phagocytes for the regeneration of neural components, a feature shared by
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several invertebrate species, suggesting an ancient origin and conserved relationships
between phagocytic cell functions and neural regeneration [16]. Scanty information about
regeneration is available for the freshwater snail, Pomacea canaliculata, a highly invasive
snail [17]. Adult P. canaliculata can regenerate the shell [18], the camera-type eye [19–21],
and the oral and cephalic tentacles [22] but, to our knowledge, no information is available
about the relationship between the regeneration process in sensory organs and innate
immune components.

Cephalic tentacles play a major role in P. canaliculata biology, as they are utilized for
food search, co-specific recognition, and orienting [23,24]. These long tentacles present
a well-defined organization, with muscular and connective tissue representing a sort of
scaffold for the nervous component that serves the olfactory epithelium [23]. In order to
provide novel information on the regeneration ability of P. canaliculata, and to correlate
regeneration with the presence of immune-related cells, the cephalic tentacle regeneration
in adult P. canaliculata was documented. In parallel, we wanted to investigate the presence
of the immune-related cells, i.e., hemocytes, in the regenerating tentacle. Circulating
hemocytes of P. canaliculata have been classified, by flow cytometry and optical microscopy
into two morphological categories, namely Group I and Group II hemocytes [25]. Group
I hemocytes include small cells, with a central and round nucleus. Their morphology
recalls that of blast-like cells and they do not seem able to perform phagocytosis on
heat-inactivated bacteria. Group I hemocytes also includes hemocytes with intermediate
morphology between Group I and Group II hemocytes. Group II hemocytes represent the
majority of circulating hemocytes. They are larger and can present either agranular or
granular cytoplasm. They phagocytize heat-inactivated bacteria. Thanks to the stainability
of their cytoplasmic granules, granular hemocytes present a distinct morphology [25].

Image analysis has been applied to invertebrate hemocyte studies since the end of the
last century [26,27]. The increasing availability of molecular data and cell markers opened
the possibility for advanced image analysis, both through flow cytometry and optical mi-
croscopy. The most advanced methods of image analysis can identify a variety of cell types
in the context of healthy and pathological tissues relying on the availability of multiple cell
markers [28]. In the absence of specific cell markers, advanced flow cytometry can help [29],
but it does not provide information about tissue contextualization [28]. To our knowledge,
no specific molecular markers are available for tracking tissue and circulating hemocytes
in P. canaliculata [25,30,31], hampering hemocyte quantification outside the hemolymph.
On these basis, histological techniques and a new protocol of computer-assisted image
analysis were combined to document and count the hemocytes in the regenerating cephalic
tentacles. The developed image analysis method can automatically identify hemocytes
within hematoxylin-eosin stained tissues. The proposed method shares some similarity
with approaches currently used for cell shape identification and counting [32], with a
significant point of novelty in the identification phase preceding the phase of hemocyte
counting. Differently from current methodologies, our identification phase is based on
multivariate image analysis to build a reference model of hemocyte textural/color features,
benefiting from the simultaneous analysis of pixel-neighbours at all color channels. More-
over, using a Principal Component Analysis (PCA) model, our method can automatically
evaluate images acquired with the same microscope configuration without operator inter-
vention. Our morphological observations and software-based quantifications indicate that
in the immediacy of amputation, Group II granular hemocytes increase significantly in the
forming blastema.

2. Results
2.1. Histological Description of P. canaliculata Cephalic Tentacle Anatomy

Mayer’s hematoxylin/eosin (HE) and Masson’s trichrome staining, allowed the iden-
tification of the different tissues in P. canaliculata cephalic tentacle. A similar structural
organization was found in all the tentacles, regardless of age and side of collection, therefore
one entire left tentacle is reported to represent all the tentacles analyzed (Figures 1 and 2).
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Figure 1. Base-to-tip histological analysis of P. canaliculata model cephalic tentacle. Longitudinal sections of the tentacle 
base. (A) Illustration summarizing cephalic tentacle components; the tentacle nerve (n) was situated close to the oral side, 
whereas connective (c) and muscular (m) tissues were more evenly distributed than represented in the illustration. The 
olfactory cells (o) run along the two sides of the tentacle. The rectangle relates to the portion pictured in the histological 
micrographs; (B–H) Longitudinal sections of the base of the cephalic tentacle, taken from the dorsal to the ventral face, 
representing the whole tentacle thickness. (B) At the first section presented, the eye (e) on the left was already visible. The 
position of oral tentacle (ot) and basal origin of the tentacle (ba) have been indicated for helping orientation; (C,D) Moving 
along the dorsal–ventral axis, the histological micrographs confirmed the presence of all the components; (E–H) the struc-
ture distributed more asymmetrically was the tentacle nerve, that at the base of the tentacle seemed to emerge from an 
enlarged neural component (#), that remained as the only neural structure visible on the extreme ventral portion of the 
tentacle base. Abbreviations: b, blood-containing lacunae; ba, basal origin of the tentacle; c, connective tissue; e, eye; m, 
muscle fibers; n, tentacle nerve; o, olfactory cells [24]; ot, oral tentacle. 

 

Figure 1. Base-to-tip histological analysis of P. canaliculata model cephalic tentacle. Longitudinal sections of the tentacle
base. (A) Illustration summarizing cephalic tentacle components; the tentacle nerve (n) was situated close to the oral side,
whereas connective (c) and muscular (m) tissues were more evenly distributed than represented in the illustration. The
olfactory cells (o) run along the two sides of the tentacle. The rectangle relates to the portion pictured in the histological
micrographs; (B–H) Longitudinal sections of the base of the cephalic tentacle, taken from the dorsal to the ventral face,
representing the whole tentacle thickness. (B) At the first section presented, the eye (e) on the left was already visible.
The position of oral tentacle (ot) and basal origin of the tentacle (ba) have been indicated for helping orientation; (C,D)
Moving along the dorsal–ventral axis, the histological micrographs confirmed the presence of all the components; (E–H) the
structure distributed more asymmetrically was the tentacle nerve, that at the base of the tentacle seemed to emerge from an
enlarged neural component (#), that remained as the only neural structure visible on the extreme ventral portion of the
tentacle base. Abbreviations: b, blood-containing lacunae; ba, basal origin of the tentacle; c, connective tissue; e, eye; m,
muscle fibers; n, tentacle nerve; o, olfactory cells [24]; ot, oral tentacle.
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Figure 2. Base-to-tip histological analysis of P. canaliculata model cephalic tentacle. Longitudinal sections of tentacle tip. 
(A) Illustration summarizing cephalic tentacle components; the rectangle relates to the portion pictured in the histological 
micrographs (B) The first slice collected from tentacle tip extremity (t), is the only cross section presented in this panel. 
The neural component was still very clear. The position of the eye (e) and the oral tentacle (ot) has been reported for 
helping orientation (C–F) Longitudinal sections of the tip of the cephalic tentacle, moving from the dorsal to the ventral 
face, representing the whole tentacle thickness. Moving along the dorsal–ventral axis, the histological micrographs con-
firmed the presence of all the tissue components, but the tentacle nerve remained predominant. In (D,E) the hole in the 
tentacle (*) is an artifact due to the use of an entomology needle during fixation procedures. Abbreviations: see Figure 1. 

 

Figure 2. Base-to-tip histological analysis of P. canaliculata model cephalic tentacle. Longitudinal sections of tentacle tip.
(A) Illustration summarizing cephalic tentacle components; the rectangle relates to the portion pictured in the histological
micrographs (B) The first slice collected from tentacle tip extremity (t), is the only cross section presented in this panel.
The neural component was still very clear. The position of the eye (e) and the oral tentacle (ot) has been reported for
helping orientation (C–F) Longitudinal sections of the tip of the cephalic tentacle, moving from the dorsal to the ventral face,
representing the whole tentacle thickness. Moving along the dorsal–ventral axis, the histological micrographs confirmed the
presence of all the tissue components, but the tentacle nerve remained predominant. In (D,E) the hole in the tentacle (*) is
an artifact due to the use of an entomology needle during fixation procedures. Abbreviations: see Figure 1.



Int. J. Mol. Sci. 2021, 22, 5023 5 of 16

The tentacle presented the same histological organization throughout its length, as
no significant histological differences were observed between the tentacle base and the tip
(Figures 1 and 2). The tentacle presented an external epithelium, and longitudinal muscles
embedded in a loose connective tissue. The musculature was more represented along the
eye-side of the tentacle while, along the oral side, a nerve was evident (Figure 1). This neural
structure presented a conical shape from the base to the tip of the tentacle. At the base of
the tentacle, the neural structure enlarged into a spherical shape, occupying the ventral
part of the organ. (Figure 1E,F). As a consequence of the reduced muscle and connective
tissues at the tentacle tip, the tentacle nerve became the predominant component (Figure 2).
The nerve included neurons of different sizes (Figure 3B,C; Supplementary Figure S1).

At higher magnification, the simple ciliated epithelium outlining the surface of the
cephalic tentacle, contained cells positive for Nissl staining (Figure 3). Below the epithelium,
blood-containing lacunae [23,24] were visible. Blood-containing lacunae were formed by
a delicate net of connective fibers and by columnar cells connecting the basal membrane
to the sub-epithelial connective tissue (Figures 3A and 4). The lacunae of model tentacles
contained a few hemocytes (Figure 4B), while no hemocytes were observed interspersed
among the tentacle tissues (Figure 3A).

2.2. Tentacle Regeneration

Adult P. canaliculata could regenerate cephalic tentacles within 3 months post-amputation
(mpa) (Figure 5D; Figure S2), but the regenerating process started immediately after wound-
ing (Figures 5 and 6). At 48 h post-amputation (hpa), the wound was completely closed,
and the animals showed a new-formed, thin and pigmented external epithelium at the
amputation site, while the basal membrane was not evident, yet. Below the reconstructed
epithelium, an active blastema was visible; tissue differentiation was not clear at this stage.
Differentiated cells and tissues, such as neurons and muscles could be found in proximity
of the wound area, just below the blastema (Figure 5B). In 72 hpa samples, the regenerating
tentacle showed better differentiated and new-formed tissues (Figure 5C), that differed
from the blastema described for the 48 hpa time-point. At 72 hpa, the main structural
components were recognizable, and further observations at 96 and 120 hpa confirmed the
tentacle growth without further tissue rearrangements (data not shown). At 3 mpa, the
regenerated tentacle was indistinguishable from the controls. No differences were observed
in tentacle histology, as nerves, muscles, connective tissue, blood-containing lacunae and
sensory cells could be recognized (Figure 5A,D).

2.3. Hemocyte Identification during Early Blastema Formation

Hemocytes were not evident in the regenerating tentacle at 48 and 72 hpa (Figure 5).
At 12 and 24 hpa, tentacle blastema (i.e., a mass of undifferentiated cells) was visible.
Group I and II hemocytes infiltrated the blastema at 12 hpa (Figures 6 and 7). Beside the
hemocytes dispersed into the blastema, other hemocytes were present in blood-containing
lacunae, and in the intact tissues surrounding the active blastema (Figure 7). At the 24 hpa
time-point, epithelial cells were recognizable at the tip of the wound site and blastema
extension started to reduce. Hemocyte presence was less marked (Figure 6C).
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Figure 3. Neurons and olfactory cells in the cephalic tentacle of the apple snail P. canaliculata. (A) 
HE staining of tentacle nerve and epithelium. Neurons (n) were recognizable from their shape, 
while sensory cells are not recognizable among the epithelial cells; (B) Grayscale image derived 
from Masson’s trichrome staining. It was possible to identify a chain of neurons (n) along the 
tentacle nerve, but not olfactory cells; (C) Nissl staining: neurons (n) and olfactory cells (o) were 
recognizable, as a consequence of their shape and staining, respectively. Olfactory cells (o) 
displayed an intense blue-to-purple color, among the light blue epithelial cells [23,24]. 

Figure 3. Neurons and olfactory cells in the cephalic tentacle of the apple snail P. canaliculata. (A) HE staining of tentacle
nerve and epithelium. Neurons (n) were recognizable from their shape, while sensory cells are not recognizable among the
epithelial cells; (B) Grayscale image derived from Masson’s trichrome staining. It was possible to identify a chain of neurons
(n) along the tentacle nerve, but not olfactory cells; (C) Nissl staining: neurons (n) and olfactory cells (o) were recognizable,
as a consequence of their shape and staining, respectively. Olfactory cells (o) displayed an intense blue-to-purple color,
among the light blue epithelial cells [23,24].
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Figure 4. Blood-containing lacunae were located below the external epithelium on both sides of the tentacle. (A) HE stain-
ing displayed the alternate and regular pattern of muscle (m) and connective fibers (c); (B) Masson’s trichrome staining 
helped to identify the different cell types that could be observed in blood-containing lacunae (b). The cells (p) resembling 
pillar cells observed in fish gills [33] were stained like connective tissue (i.e., light blue). Hemocytes (arrowhead) could 
also be observed in the lacunae. 

Figure 4. Blood-containing lacunae were located below the external epithelium on both sides of the tentacle. (A) HE staining
displayed the alternate and regular pattern of muscle (m) and connective fibers (c); (B) Masson’s trichrome staining helped
to identify the different cell types that could be observed in blood-containing lacunae (b). The cells (p) resembling pillar
cells observed in fish gills [33] were stained like connective tissue (i.e., light blue). Hemocytes (arrowhead) could also be
observed in the lacunae.
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Figure 5. Blastema evolution during cephalic tentacle regeneration. (A) Model tentacle; (B) Regenerating tentacle at 48 hpa.
Blastema (bl) was visible, as a mass of undifferentiated cells, under the newly formed epithelium (e). At this stage, the
basal lamina under the new epithelium was not formed, yet. Below the blastema, the intact connective (c) and nervous (n)
tissues were visible; (C) At 72 hpa, below the new epithelium (e), loose connective tissue and muscular fibers started to be
evident, above the better organized connective tissue (c) and muscular (m) fibers; (D) Regenerated tentacle at 3 mpa. All
tissue components were recognizable. Abbreviations: b, blood containing lacunae; c, connective tissue; m, muscle fibers; n,
tentacle nerve.
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Figure 6. Hemocytes are present during early cephalic tentacle regeneration. (A) Cephalic tentacle 
immediately after amputation; (B) At 12 hpa, the wound site was recognizable due to the 
interruption in epithelial continuity. The thick blastema (bl) included several undifferentiated cells. 
Below the blastema, at the boundary between regular muscle (m) and nerve (n) fibers, large 
hemocyte aggregations (*) were observed; (C) At 24 hpa, the external epithelium (e) started to be 
recognizable and the blastema (bl) looked thinner. Hemocyte aggregates described at 12 hpa were 
not observed. Abbreviations: b, blood containing lacunae; c, connective tissue. 
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Figure 6. Hemocytes are present during early cephalic tentacle regeneration. (A) Cephalic tentacle immediately after
amputation; (B) At 12 hpa, the wound site was recognizable due to the interruption in epithelial continuity. The thick
blastema (bl) included several undifferentiated cells. Below the blastema, at the boundary between regular muscle (m)
and nerve (n) fibers, large hemocyte aggregations (*) were observed; (C) At 24 hpa, the external epithelium (e) started
to be recognizable and the blastema (bl) looked thinner. Hemocyte aggregates described at 12 hpa were not observed.
Abbreviations: b, blood containing lacunae; c, connective tissue.
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Figure 7. Detail of hemocyte distribution during early regeneration. (A) Intact tissue adjacent to undifferentiated blastema
showed extended clumps of hemocytes (*); (B) Isolated hemocytes (*) infiltrated blastema (bl) base, distributing into the
undifferentiated tissue.

2.4. Automated Hemocyte Count in Control and 12 hpa Slides

After the application of color thresholds and shape filters, Group II granular hemocytes
have been correctly classified, with negligible misclassifications. Automated hemocyte
count revealed a significant difference between control and 12 hpa snails (Figure 8). The
mean number of Group II granular hemocytes registered for regenerating tentacles was
from 5 to 9 times higher than in controls.

3. Discussion

The applications of regenerative medicine [34] and the evolutionary conservation of
regeneration processes [35] collected the interests of scientists of different backgrounds,
prompting experiments in evolutionary distant models [2]. The role of the immune system
in the regeneration has been analyzed from different perspectives, with evidence sug-
gesting either a promoting or an inhibiting role [8,10]. Molecular information about P.
canaliculata and its hemocytes is increasing [31,36–38] but, to our knowledge, no specific cell
markers have been described for tracking circulating [25,31] or tissue-resident [30,36,39]
hemocytes. In absence of cell markers, the most advanced techniques of image analysis [28]
cannot be applied, and other methods must be developed to time-effectively and reliably
document hemocyte presence in P. canaliculata tissues. This could also pave the way for
studies concerning the effects of hemocyte depletion on organ regeneration. In most cases,
the quantification of tissue-resident hemocytes is performed cell by cell at the microscope,
by a trained operator [30,39,40]. The recognition and counting of hemocytes circulating into
the hemolymph can be effectively performed by flow cytometry-based protocols [25,29,30],
whereas counting of tissue-resident hemocytes is a time-consuming approach. Hence, his-
tological protocols, optical microscopy and a novel computer-assisted image analysis were
here combined to document the presence of the hemocytes in the regenerating tentacles.

The presence of hemocytes has been detected only in the early blastema, i.e., at 12 hpa.
The computer-assisted counting process can automatically identify and count Group II
granular hemocytes from bright field microscopy images, with a minimal possibility of
misinterpretation. The future identification of further morphological markers and/or an
improved version of our plug-in, may help to extend our image analysis protocol also to
Group I and agranular Group II hemocytes.
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Consistently with histochemical observations, the automated image analysis allowed
us to detect a significant increase in granular hemocytes in close proximity to the blastema
at 12 hpa. The rapid decrease in hemocytes observed at the microscope in 24, 48 and
72 hpa samples, suggests that the role of P. canaliculata hemocytes could be relevant in
the early onset of the regeneration process, as observed in other gastropods. During the
wound repair of the land snail Limax maximus, the hemocytes quickly accumulate in the
proximity of the wound to engulf cellular debris. L. maximus hemocytes express cytokine-
like molecules and the effects of heterologous growth factors suggest that the hemocyte role
could also include the active promotion of wound repair and tissue regeneration [11]. In
the freshwater snail, Physella heterostropha, the role of unknown hemocyte-derived growth
factors is indispensable for allowing in vitro regrowth of severed neurites from cultured
neurons [41]. Similar observations have been reported in the sea slug Aplysia californica [12].
Beside neural components, molluscan hemocytes also cooperate to the regeneration of other
components such as the shell [42,43]. Accordingly, the proteomic analysis of P. canaliculata
circulating hemocytes evidenced numerous proteins related to the immune response and
cell signaling, confirming the potentialities of hemocytes to directly influence the function
and metabolism of other cells [31].

The active intervention of the nerve-associated hemocytes in the regeneration of neural
components has been well-documented in the annelids Hirudo medicinalis and Dendrobaena
veneta [9,10]. In the leech H. medicinalis, the neural cells synthesize immune-related factors
that seem fundamental for microglial recruitment and the neural cord regeneration [44,45].
On the basis of the existing literature [9,10,12,31,41–48], it is tempting to speculate that
the role of hemocytes in regenerating cephalic tentacle of P. canaliculata is not only that
of scavenger cells removing the cell debris immediately after the amputation, but also to
play an active role in the regrowth of neural and other tissue components. Further studies
are necessary for gaining an in-depth comprehension of the roles played by hemocytes
in the adult regeneration of P. canaliculata. In these respects, the first protocol developed
for counting tissue-associated hemocytes without the need of specific cell markers may
represent a helpful tool for studying the potential involvement of immune-related cells in
the adult regeneration of sensory organs.

4. Materials and Methods
4.1. Animal Maintenance

Pomacea canaliculata were reared and bred in aquaria containing constantly aerated tap
water at 25 ± 1 ◦C, no recirculation system and a 14:10 h light–dark photoperiod, with a
maximal density of 1 animal/2 L of water. Twice a week, tanks were deeply cleaned and
approximately 80% of the water was changed. Immediately after water change, animals
were fed with mixed types of green salad, and were allowed to feed at libitum until the
next water change.

Adult (6- to 10-month-old) snails were used for regeneration experiments. Three snails
were used for each time-point in regeneration experiments.

For the histological description of model tentacles, both the left and right cephalic
tentacles of 6 animals were studied. The age range of the snails was from 3 months up to
1-year old. No differences were observed in tentacles from animals of different age (data
not shown).

4.2. Tentacle Amputation and Processing

The animals were reversibly anaesthetized by placing them in ice for 20 min, and the
head and tentacles were then accessible by lowering the operculum. Tentacle amputations
were quickly conducted under the stereo microscope, with spring scissors (F.S.T® 15006-09
Besozzo, Italy). For documenting tentacle regeneration, we amputated only the cephalic
tentacle, at 3 ± 1 mm from its base, paying attention not to damage the eye and surrounding
tissues. For histological analysis of model tentacles, the cut was performed laterally across
the base of the eye peduncle and tentacle origin, to keep the eye together with the tentacle
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(Figure S3). All the collected samples where fixed in freshly made Bouin’s solution (15 parts
of picric acid saturated water solution (Sigma-Aldrich, Merck Life Sciences SrL, Milan,
Italy), 5 parts of formaldehyde 40% (Sigma-Aldrich, Milan, Italy), 1 part of acetic acid
(Carlo Erba, Milan, Italy)) for 6–8 h at room temperature (RT). After fixation, the model
tentacles were further cut into 3 portions of 18 ± 2 mm each: base (with the eye), middle
part, and tip of the tentacle. The samples were then conserved in 70% ethanol at −20 ◦C
before dehydration and inclusion procedures.

4.3. Post-Surgery Maintenance and Blastema Collection

After surgery, the animals were kept into plastic net cages (25 × 20 × 40 cm3; max
3 animals per cage), placed into 120 L tanks. Different time-points were fixed for the
collection of regenerating tentacles: 12, 24, 48 and 72 hpa. Regenerating tentacles were
also collected 4, 5, 6 and 7 days post amputation (data not shown). The final time-point
was set at 3 mpa. This time-point probably exceeds the minimal time required for the full
regeneration of the cephalic tentacles but, in the absence of information about the gene
expression recovery, we fixed the last time-point after all the regenerated tentacles were
visually indistinguishable from the original ones, both in terms of length, width and color
(Figure S2). The first time-point was fixed at 12 hpa to allow for snail recovery after the first
surgery. Amputation of regenerating tentacles was made as described above. No snails
died during the experiments.

4.4. Histology

Specimens were dehydrated with ethanol (70◦ absolute 100◦), cleared (90 min) in
xylene (Carlo Erba, Milan, Italy), before paraffin wax infiltration. Paraffin wax infiltration
consisted of two steps of 3 h each, followed by wax block preparation. Samples were
transferred in new batches of melted paraffin at each step, in order to remove xylene.
During the embedding, the specimens were oriented by using tentacle pigmentation and,
where available, the annexed eye. Paraffin-embedded tentacles were sectioned into 7 µm
thick slices from dorsal to ventral face. Seriate slices where distributed onto lots of 4 slides,
for a total of 5 slices per slide. Mayer’s Hematoxylin and Eosin (HE), Nissl and Masson’s
trichrome staining (Bio-Optica, Milan, Italy) were performed on slide 1 to 3, respectively,
while slide 4 was kept as a backup. HE and Nissl staining were performed following the
standard protocols [11], while Masson’s trichrome was performed accordingly to the kit’s
instructions. Unless otherwise stated, all the reagents were purchased from Sigma-Aldrich
(Merck Life Sciences, Milan, Italy)

4.5. Image Acquisition and Analysis

Images were taken from 12 hpa animals and investigated. Control images were taken
from a 0 hpa animal, assuming that regeneration processes have not started yet. The images
were acquired using EVOS M5000 Imaging System (ThermoFisher Scientific, Milan, Itay)
with a plan S-APO CC 40×/0.95 objective, that offered the best combination between
microscopic field size and cell resolution. In view of the computer-assisted hemocyte count
on 12 hpa samples, alternate slices were chosen from all the available HE-stained slides.
Image capture settings (i.e., light intensity, exposure and gain) were initially set on controls,
in order to guarantee a comparable background for all the images under analysis.

4.6. Computer-Assisted Image Analysis

Computer-assisted Group II granular hemocyte count was performed by applying an
image color threshold, multivariate image analysis (MIA) and object identification. A plug-
in was implemented by some of the authors in the MATLAB® R2020a (Mathworks, MA,
USA) environment; this plug-in uses also routines from the Image Processing Toolbox™
Release 2020a (Mathworks, MA, USA).

In more detail, the automated procedure to count hemocytes was developed as follows:

• Assembling a training image to model hemocytes.
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Ten images containing clear representations of Group II hemocytes were selected for
assembling a training image. From each of the 10 images used to train the algorithm, the
background was removed by fixing a threshold level for the green and blue color channels
(Supplementary Figure S4).

The hemocytes were manually singled out on each of the 10 images and the pixels
corresponding to an area including only the identified hemocytes were mounted on a new
image, i.e., the training image, constituted only by hemocytes (Supplementary Figure S4).
It is worth noting that this step, consisting of manually counting the hemocytes is required
only once during the calibration phase, to assemble a representative reference training
image on which the model is built. Afterwards, any image can be projected on this model
without requiring any manual assessment.

• Applying MIA on the training image.

MIA captures color and spatial information in multi-channel images [49]. It consists
of unfolding each color channel pixelwise, obtaining a matrix with as many rows as pixels
(nx*ny) and as many columns as color channels (RGB in our case). The column number
is then increased by adding the color intensities of the neighboring pixels in a window
of a given size (in our case, a window of 2 pixels in any directions). This matrix is then
subjected to PCA, and the score vectors obtained are refolded in “score images” that
show the main spatial and color features. In our case, the hemocyte salient features are
clearly recognizable on the fourth principal component (PC4) (Supplementary Figure S4).
A threshold value was set on PC4 to isolate the pixel corresponding to the hemocytes
(Supplementary Figure S4). Multiple PCs can be utilized to model any information. This,
however, was unnecessary in our case.

• Computer-assisted hemocyte count

Sixty images from the control and 82, 46 and 111 images, from the three 12 hpa
snails have been processed. Each image under analysis underwent a MIA procedure
after applying a green-blue level threshold to remove the background, as described above.
After this first processing, tested images were analyzed through PCA. By applying the
PC4 threshold value, the projected score image is obtained. On this image, hemocyte
identification is applied by standard methods [50,51] and shape parameters are calculated,
i.e., area, width, height, circularity and solidity, which are used to exclude the objects
presenting a color/texture similar to Group II granular hemocytes but unfit shapes or
sizes. The objects remaining after exclusion steps were localized in the raw images and
automatically counted as hemocytes (Supplementary Figure S4). The number of false
positives and false negatives was visually checked.

In the present article, granular Group II hemocytes (HE stained) were the only hemo-
cytes counted with the developed automatic plug-in. The application of the same approach
to Group I and agranular Group II required manual output corrections by the operator.
This was because in some cases, section plane and tissue staining made other tissue com-
ponents too similar to Group I and Group II agranular hemocytes. As a consequence
of these negligible shape and color differences, the levels of false positivity required a
time-consuming manual elimination of false-positive identifications. New plug-ins are
currently under development, by using wavelet filter to fine tuning of small differences in
color-textural patterns [52], in order to automatically count also the hemocytes excluded
from this analysis. Conversely, due to the specific staining and color distribution, granular
Group II hemocytes were identified with high precision and accuracy (Supplementary
Table S1). In order to assess if there was a significant difference among the number of
granular Group II hemocytes between the control and 12 hpa animals, one factor analysis
of variance (ANOVA) has been applied on the counting and the Tukey–Kramer test [53]
has been used for assessing the significance of pair means differences.

Supplementary Materials: The following are available online at https://www.mdpi.com/article/10
.3390/ijms22095023/s1, Figure S1: Neurons after Nissl staining in the cephalic tentacle of the apple
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snail P. canaliculata. Neurons of different sizes (small, asterisks; large, arrowheads) were observed.
Figure S2: Comparison between uncut (A,C) and fully regenerated (B,D) tentacles. Regenerated
tentacles were indistinguishable from controls, both in length and width. White arrowhead indicates
the cephalic tentacle origin and eye, Figure S3: Illustrations of the cut sites (red dotted line) for (A)
regeneration experiments and (B) model tentacle histological analysis, Figure S4: Methodological
framework of computer assisted hemocyte count. (A) Ten images were chosen, where the Group
II granular hemocytes were observed most clearly. (B) Green and blue color channel thresholds
were applied on the original images to remove the background. (C) Hemocytes were manually
extracted from (B) and fused into a singular training image. (D) The PC score image that modelled
the hemocytes most clearly was chosen (other PCs not shown). (E) A threshold was applied to the
score values, to exclude all the pixels that did not conform to the hemocyte coloring. (F) Object
size and shape identification was applied to remove all the objects that did not conform to the
standard hemocyte morphology, which is circular. (G) Example of one image under analysis. (H)
The identical color thresholds applied for (B) were applied to the green and blue color channels. (I)
Object identification was performed, according to the model depicted in (A–F), Table S1: Comparison
between manual and computer-assisted Group II granular hemocyte cell count. Group II hemocytes
were identified with high precision and accuracy in 20 randomly chosen microscopic fields of control
and 12 hpa amputated snails.

Author Contributions: Conceptualization, G.B. and D.M.; Methodology, G.B., M.A., M.C. and D.M.;
Validation, G.B. and M.A.; Formal Analysis, G.B., M.A. and M.C.; Investigation, G.B. and M.A.;
Resources, D.M.; Data Curation, G.B. and M.A.; Writing—Original Draft Preparation, G.B. and
D.M.; Writing—Review and Editing, G.B., M.A., M.C. and D.M.; Visualization, G.B., M.A. and M.C.;
Supervision, D.M.; Project Administration, D.M.; Funding Acquisition, D.M. All authors have read
and agreed to the published version of the manuscript.

Funding: This research was supported by the Department of Life Sciences (FAR2020) and University
of Modena and Reggio Emilia (UniMORE) (Modena, Italy) (FAR2019ATTR) grants to D.M.

Institutional Review Board Statement: Ethical review and approval were waived for this study, due
to the fact that the use of snails as experimental animals is not detailed in the Directive 2010/63/EU
of the European Parliament and of the Council (https://eur-lex.europa.eu/legal-content/EN/TXT/
HTML/?uri=CELEX:32010L0063&from=EN, accessed on 13 March 2021) and neither in the Italian
legislative decree n. 26/2014 (https://www.gazzettaufficiale.it/eli/id/2014/03/14/14G00036/sg,
accessed on 9 May 2021). Experiments have been performed and presented in accordance with the
ARRIVE guidelines (https://arriveguidelines.org/arrive-guidelines, accessed on 9 May 2021).

Informed Consent Statement: Not applicable.

Acknowledgments: The authors are grateful to Sandro Sacchi (Department of Life Sciences, Uni-
MORE, Modena, Italy), for his valuable comments on the manuscript draft. The technical support
offered by Laboratorio Dipartimentale Cell-Lab “Paolo Buffa” of UniMORE for granting access to
EVOS M5000 Imaging System is gratefully acknowledged. The authors also wish to thank William
Panzetti (Mercantile Alimentare, Modena, Italy) who kindly provided as a gift the different types of
green leaves used for snail feeding.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Wilson-Sanders, S.E. Invertebrate models for biomedical research, testing, and education. ILAR J. 2011, 52, 126–152. [CrossRef]

[PubMed]
2. Ferrario, C.; Sugni, M.; Somorjai, I.M.L.; Ballarin, L. Beyond Adult Stem Cells: Dedifferentiation as a Unifying Mechanism

Underlying Regeneration in Invertebrate Deuterostomes. Front. Cell Dev. Biol. 2020, 8, 587320. [CrossRef] [PubMed]
3. Gautam, D.K.; Chimata, A.V.; Gutti, R.K.; Paddibhatla, I. Comparative hematopoiesis and signal transduction in model organisms.

J. Cell Physiol. 2021, 1–28.
4. Andrews, P.L.R. Introduction: Laboratory invertebrates: Only spineless, or spineless and painless? ILAR J. 2011, 52, 121–125.

[CrossRef]
5. Bosch, T.C. Why polyps regenerate and we don’t: Towards a cellular and molecular framework for Hydra regeneration. Dev. Biol.

2007, 303, 421–433. [CrossRef]
6. Duncan, E.M.; Sánchez Alvarado, A. Regulation of Genomic Output and (Pluri)potency in Regeneration. Annu. Rev. Genet. 2019,

53, 327–346. [CrossRef] [PubMed]

https://eur-lex.europa.eu/legal-content/EN/TXT/HTML/?uri=CELEX:32010L0063&from=EN
https://eur-lex.europa.eu/legal-content/EN/TXT/HTML/?uri=CELEX:32010L0063&from=EN
https://www.gazzettaufficiale.it/eli/id/2014/03/14/14G00036/sg
https://arriveguidelines.org/arrive-guidelines
http://doi.org/10.1093/ilar.52.2.126
http://www.ncbi.nlm.nih.gov/pubmed/21709307
http://doi.org/10.3389/fcell.2020.587320
http://www.ncbi.nlm.nih.gov/pubmed/33195242
http://doi.org/10.1093/ilar.52.2.121
http://doi.org/10.1016/j.ydbio.2006.12.012
http://doi.org/10.1146/annurev-genet-112618-043733
http://www.ncbi.nlm.nih.gov/pubmed/31505134


Int. J. Mol. Sci. 2021, 22, 5023 15 of 16

7. Tanaka, E.M.; Reddien, P.W. The cellular basis for animal regeneration. Dev. Cell 2011, 21, 172–185. [CrossRef]
8. Giangrande, A.; Licciano, M. Regeneration and clonality in Metazoa. The price to pay for evolving complexity. Inv. Reprod. Dev.

2014, 58, 1–8. [CrossRef]
9. Boidin-Wichlacz, C.; Vergote, D.; Slomianny, C.; Jouy, N.; Salzet, M.; Tasiemski, A. Morphological and functional characterization

of leech circulating blood cells: Role in immunity and neural repair. Cell Mol. Life Sci. 2012, 69, 1717–1731. [CrossRef]
10. Molnar, L.; Pollak, E.; Skopek, Z.; Gutt, E.; Kruk, J.; Morgan, A.J.; Plytycz, B. Immune system participates in brain regeneration

and restoration of reproduction in the earthworm Dendrobaena veneta. Dev. Comp. Immunol. 2015, 52, 269–279. [CrossRef]
11. Franchini, A.; Ottaviani, E. Repair of molluscan tissue injury: Role of PDGF and TGF-beta1. Tissue Cell 2000, 32, 312–321.

[CrossRef] [PubMed]
12. Farr, M.; Zhu, D.F.; Povelones, M.; Valcich, D.; Ambron, R.T. Direct interactions between immunocytes and neurons after axotomy

in Aplysia. J. Neurobiol. 2001, 46, 89–96. [CrossRef]
13. Hermann, P.M.; Nicol, J.J.; Bulloch, A.G.M.; Wildering, W.C. RGD-dependent mechanisms in the endoneurial phagocyte response

and axonal regeneration in the nervous system of the snail Lymnaea stagnalis. J. Exp. Biol. 2008, 211, 491–501. [CrossRef]
14. Moffett, S.B. Neural regeneration in gastropod molluscs. Prog. Neurobiol. 1995, 46, 289–330. [CrossRef]
15. Matsuo, R.; Ito, E. Spontaneous regeneration of the central nervous system in gastropods. Biol. Bull. 2011, 221, 35–42. [CrossRef]

[PubMed]
16. Hermann, P.M.; Nicol, J.J.; Nagle, G.T.; Bulloch, A.G.M.; Wildering, W.C. Epidermal growth factor-dependent enhancement

of axonal regeneration in the pond snail Lymnaea stagnalis: Role of phagocyte survival. J. Comp. Neurol. 2005, 492, 383–400.
[CrossRef]

17. Malagoli, D. Going beyond a static picture: The apple snail Pomacea canaliculata can tell us the life history of molluscan hemocytes.
Invertbr. Surv. J. 2018, 15, 61–65.

18. Liu, Q.; Zhao, L.L.; Yang, S.; Zhang, J.E.; Zhao, N.Q.; Wu, H.; He, T.; Yan, T.M.; Guo, J. Regeneration of excised shell by the
invasive apple snail Pomacea canaliculata. Mar. Freshw. Behav. Physiol. 2017, 50, 17–29. [CrossRef]

19. Bever, M.M.; Borgens, R.B. Eye regeneration in the Mystery snail. J. Exp. Zool. 1988, 245, 33–42. [CrossRef]
20. Accorsi, A.; Ross, E.; Ottaviani, E.; Sanchez-Alvarado, A. Pomacea canaliculata: A new model system for studying development

and regeneration of complex eyes. J. Histochem. 2017, 61, 11.
21. Accorsi, A.; Ross, E.; McClain, M.; McKinney, S.; Sánchez Alvarado, A. Eur J of Histochemistry Complete Regeneration of a

Camera-type Eye in the Research Organism Pomacea canaliculata. FASEB J. 2018, 32, 232.4.
22. Accorsi, A. Soluble Factors in the Immune-Neuroendocrine System of Invertebrate Models. Ph.D. Thesis, University of Modena

and Reggio Emilia, Modena, Italy, 2015. Available online: https://morethesis.unimore.it/theses/available/etd-03122015-083844/
(accessed on 26 April 2021).

23. Zaitseva, O.V. Structural organization of receptor elements and organs of the land mollusk Pomatia elegans. Neurosci. Behav.
Physiol. 1997, 27, 533–540. [CrossRef]

24. Zaitseva, O.V. Structure of sensory organs and skin innervation in the mollusc Pomacea paludosa (Prosobranchia). J. Evol. Biochem.
Physiol. 1998, 34, 233–242.

25. Accorsi, A.; Bucci, L.; de Eguileor, M.; Ottaviani, E.; Malagoli, D. Comparative analysis of circulating hemocytes of the freshwater
snail Pomacea canaliculata. Fish. Shellfish Immunol. 2013, 34, 1260–1268. [CrossRef]

26. Scharrer, B.; Paemen, L.; Smith, E.M.; Hughes, T.K.; Lui, Y.; Pope, M.; Stefano, G.B. The presence and effects of mammalian signal
molecules in immunocytes of the insect Leucophaea maderae. Cell Tissue Res. 1996, 283, 93–97. [CrossRef]

27. Malagoli, D.; Franchini, A.; Ottaviani, E. Synergistic role of cAMP and IP(3) in corticotropin-releasing hormone-induced cell
shape changes in invertebrate immunocytes. Peptides 2000, 21, 175–182. [CrossRef]

28. Radtke, A.J.; Kandov, E.; Lowekamp, B.; Speranza, E.; Chu, C.J.; Gola, A.; Thakur, N.; Shih, R.; Yao, L.; Yaniv, Z.R.; et al. IBEX: A
versatile multiplex optical imaging approach for deep phenotyping and spatial analysis of cells in complex tissues. Proc. Natl.
Acad. Sci. USA 2020, 117, 33455–33465. [CrossRef]

29. Tokmakova, A.S.; Serebryakova, M.K.; Prokhorova, E.E.; GL Ataev, G.L. Study of the proliferative activity of hemolymph cells in
pulmonate molluscs. ISJ Invertebr. Surv. J. 2020, 17, 63–74.

30. Rodriguez, C.; Prieto, G.I.; Vega, I.A.; Castro-Vazquez, A. Assessment of the kidney and lung as immune barriers and hematopoi-
etic sites in the invasive apple snail Pomacea canaliculata. PeerJ 2018, 6, e5789. [CrossRef]

31. Boraldi, F.; Lofaro, F.D.; Accorsi, A.; Ross, E.; Malagoli, D. Toward the Molecular Deciphering of Pomacea canaliculata Immunity:
First Proteomic Analysis of Circulating Hemocytes. Proteomics 2019, 19, 1800314. [CrossRef]

32. Carpenter, A.E.; Jones, T.R.; Lamprecht, M.R.; Clarke, C.; Kang, I.H.; Friman, O.; Guertin, D.A.; Chang, J.H.; Lindquist, R.A.;
Moffat, J.; et al. CellProfiler: Image analysis software for identifying and quantifying cell phenotypes. Genome Biol. 2006, 7, 100.
[CrossRef]

33. Wilson, J.M.; Laurent, P. Fish Gill Morphology: Inside Out. J. Exp. Zool. 2002, 293, 192–213. [CrossRef]
34. De Luca, M.; Aiuti, A.; Cossu, G.; Parmar, M.; Pellegrini, G.; Robey, P.G. Advances in stem cell research and therapeutic

development. Nat. Cell Biol. 2019, 21, 801–811. [CrossRef]
35. Zullo, L.; Bozzo, M.; Daya, A.; Di Clemente, A.; Mancini, F.P.; Megighian, A.; Nesher, N.; Röttinger, E.; Shomrat, T.; Tiozzo, S.;

et al. The Diversity of Muscles and Their Regenerative Potential across Animals. Cells 2020, 19, 1925. [CrossRef]

http://doi.org/10.1016/j.devcel.2011.06.016
http://doi.org/10.1080/07924259.2013.793622
http://doi.org/10.1007/s00018-011-0897-x
http://doi.org/10.1016/j.dci.2015.04.001
http://doi.org/10.1054/tice.2000.0118
http://www.ncbi.nlm.nih.gov/pubmed/11145014
http://doi.org/10.1002/1097-4695(20010205)46:2&lt;89::AID-NEU20&gt;3.0.CO;2-D
http://doi.org/10.1242/jeb.013102
http://doi.org/10.1016/0301-0082(95)80014-Y
http://doi.org/10.1086/BBLv221n1p35
http://www.ncbi.nlm.nih.gov/pubmed/21876109
http://doi.org/10.1002/cne.20732
http://doi.org/10.1080/10236244.2016.1261455
http://doi.org/10.1002/jez.1402450106
https://morethesis.unimore.it/theses/available/etd-03122015-083844/
http://doi.org/10.1007/BF02463896
http://doi.org/10.1016/j.fsi.2013.02.008
http://doi.org/10.1007/s004410050516
http://doi.org/10.1016/S0196-9781(99)00203-X
http://doi.org/10.1073/pnas.2018488117
http://doi.org/10.7717/peerj.5789
http://doi.org/10.1002/pmic.201800314
http://doi.org/10.1186/gb-2006-7-10-r100
http://doi.org/10.1002/jez.10124
http://doi.org/10.1038/s41556-019-0344-z
http://doi.org/10.3390/cells9091925


Int. J. Mol. Sci. 2021, 22, 5023 16 of 16

36. Montanari, A.; Bergamini, G.; Ferrari, A.; Ferri, A.; Nasi, M.; Roberto Simonini, R.; Malagoli, D. The Immune Response of the
Invasive Golden Apple Snail to a Nematode-Based Molluscicide Involves Different Organs. Biology 2020, 9, 371. [CrossRef]

37. Accorsi, A.; Benatti, S.; Ross, E.; Nasi, M.; Malagoli, D. A prokineticin-like protein responds to immune challenges in the gastropod
pest Pomacea canaliculata. Dev. Comp. Immunol. 2017, 72, 37–43. [CrossRef]

38. Liu, C.; Zhang, Y.; Ren, Y.; Wang, H.; Li, S.; Jiang, F.; Yin, L.; Qiao, X.; Zhang, G.; Qian, W.; et al. The genome of the golden apple
snail Pomacea canaliculata provides insight into stress tolerance and invasive adaptation. Gigascience 2018, 7, 101. [CrossRef]

39. Rodriguez, C.; Simon, V.; Conget, P.; Vega, I.A. Both quiescent and proliferating cells circulate in the blood of the invasive apple
snail Pomacea canaliculata. Fish. Shellfish Immunol. 2020, 107, 95–103. [CrossRef]

40. Accorsi, A.; Ottaviani, E.; Malagoli, D. Effects of repeated hemolymph withdrawals on the hemocyte populations and
hematopoiesis in Pomacea canaliculata. Fish. Shellfish Immunol. 2014, 38, 56–64. [CrossRef] [PubMed]

41. Grimm-Jørgensen, Y. Somatostatin and calcitonin stimulate neurite regeneration of molluscan neurons in vitro. Brain Res. 1987,
403, 121–126. [CrossRef]

42. Mount, A.S.; Wheeler, A.P.; Paradkar, R.P.; Snider, D. Hemocyte-mediated shell mineralization in the eastern oyster. Science 2004,
304, 297–300. [CrossRef] [PubMed]

43. Huang, J.; Li, S.; Liu, Y.; Liu, C.; Xie, L.; Zhang, R. Hemocytes in the extrapallial space of Pinctada fucata are involved in immunity
and biomineralization. Sci. Rep. 2018, 8, 4657. [CrossRef] [PubMed]

44. Croq, F.; Vizioli, J.; Tuzova, M.; Tahtouh, M.; Sautiere, P.E.; Van Camp, C.; Salzet, M.; Cruikshank, W.W.; Pestel, J.; Lefebvre, C.
A homologous form of human interleukin 16 is implicated in microglia recruitment following nervous system injury in leech
Hirudo medicinalis. Glia 2010, 58, 1649–1962. [CrossRef] [PubMed]

45. Rodet, F.; Tasiemski, A.; Boidin-Wichlacz, C.; Van Camp, C.; Vuillaume, C.; Slomianny, C.; Salzet, M. Hm-MyD88 and Hm-SARM:
Two key regulators of the neuroimmune system and neural repair in the medicinal leech. Sci. Rep. 2015, 5, 9624. [CrossRef]
[PubMed]

46. Benton, J.L.; Kery, R.; Li, J.; Noonin, C.; Söderhäll, I.; Beltz, B.S. Cells from the immune system generate adult-born neurons in
crayfish. Dev. Cell 2014, 30, 322–333. [CrossRef] [PubMed]

47. Brenneis, G.; Beltz, B.S. Adult neurogenesis in crayfish: Origin, expansion, and migration of neural progenitor lineages in a
pseudostratified neuroepithelium. J. Comp. Neurol. 2020, 528, 1459–1485. [CrossRef] [PubMed]

48. Ottaviani, E.; Accorsi, A.; Rigillo, G.; Malagoli, D.; Blom, J.M.; Tascedda, F. Epigenetic modification in neurons of the mollusc
Pomacea canaliculata after immune challenge. Brain Res. 2013, 1537, 18–26. [CrossRef]

49. Prats-Montalbána, J.M.; de Juanb, A.; Ferrera, A. Multivariate image analysis: A review with applications. Chemom. Intell. Lab.
Syst. 2011, 107, 1–2. [CrossRef]

50. Nur, B.A.M.; Nurashikin, A.F.; Syed, K.A.; Aidil, A.Z.A.; Zaipatimah, A.; Wong, B.Y.; Zainul, A.M.S. Image processing of an
agriculture produce: Determination of size and ripeness of a banana. In Proceedings of the 2008 International Symposium on
Information Technology, Kuala Lumpur, Malaysia, 26–28 August 2008; pp. 1–7.

51. MATLAB© Image Processing Toolbox Release 2020a–User’s Guide: Chapter 10 Page 41:45. Available online: https://www.
mathworks.com/help/pdf_doc/images/images_ug.pdf (accessed on 26 April 2021).

52. Li Vigni, M.; Prats-Montalban, J.M.; Ferrer, A.; Cocchi, M. Coupling 2D-wavelet decomposition and multivariate image analysis
(2D WT-MIA). J. Chemom. 2017, 32, 2970. [CrossRef]

53. Driscoll, W.C. Robustness of the ANOVA and Tukey-Kramer Statistical Tests. Comput. Ind. Eng. 1996, 31, 265–268. [CrossRef]

http://doi.org/10.3390/biology9110371
http://doi.org/10.1016/j.dci.2017.02.001
http://doi.org/10.1093/gigascience/giy101
http://doi.org/10.1016/j.fsi.2020.09.026
http://doi.org/10.1016/j.fsi.2014.03.003
http://www.ncbi.nlm.nih.gov/pubmed/24636857
http://doi.org/10.1016/0006-8993(87)90130-2
http://doi.org/10.1126/science.1090506
http://www.ncbi.nlm.nih.gov/pubmed/15073378
http://doi.org/10.1038/s41598-018-22961-y
http://www.ncbi.nlm.nih.gov/pubmed/29545643
http://doi.org/10.1002/glia.21036
http://www.ncbi.nlm.nih.gov/pubmed/20578037
http://doi.org/10.1038/srep09624
http://www.ncbi.nlm.nih.gov/pubmed/25880897
http://doi.org/10.1016/j.devcel.2014.06.016
http://www.ncbi.nlm.nih.gov/pubmed/25117683
http://doi.org/10.1002/cne.24820
http://www.ncbi.nlm.nih.gov/pubmed/31743442
http://doi.org/10.1016/j.brainres.2013.09.009
http://doi.org/10.1016/j.chemolab.2011.03.002
https://www.mathworks.com/help/pdf_doc/images/images_ug.pdf
https://www.mathworks.com/help/pdf_doc/images/images_ug.pdf
http://doi.org/10.1002/cem.2970
http://doi.org/10.1016/0360-8352(96)00127-1

	Introduction 
	Results 
	Histological Description of P. canaliculata Cephalic Tentacle Anatomy 
	Tentacle Regeneration 
	Hemocyte Identification during Early Blastema Formation 
	Automated Hemocyte Count in Control and 12 hpa Slides 

	Discussion 
	Materials and Methods 
	Animal Maintenance 
	Tentacle Amputation and Processing 
	Post-Surgery Maintenance and Blastema Collection 
	Histology 
	Image Acquisition and Analysis 
	Computer-Assisted Image Analysis 

	References

